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AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).

R A 42 At I T CRISPR/Cas9 4% A [ UBE4B 4 [A] i [%: (1 J5i 4% (L 11065 pLenti-UBE4B-sgRNA). 1277 #(L11066 UBE4B
Knockout Lentivirus). HEK293T4H f4(L11067 UBE4B Knockout HEK293T Cells). HEK293 Tk 41 i FIRTPA S 7 (L 11068
UBE4B Knockout HEK293T RIPA Lysate) . HEK293T i [ 4H fid ¥ Trizol ¢ f## % (L11069 UBE4B Knockout HEK293T Trizol
Lysate) %7 fh, EARTE7E 35 25 R 3 2 1) 70 A it o9 T skt o AF B 7=
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human UBE4B 10277 BC093696 NM_006048
About the gene

Official Symbol UBE4B

Previous Symbol -

Official Full Name | ubiquitination factor E4B

Synonyms UBOX3; E4; UFD2; KIAA0684
Location 1p36.22

Gene Type protein_coding

Uniprot ID 095155

Pathway/Library Ubiquitin Ligases Genes Library

The modification of proteins with ubiquitin is an important cellular mechanism for targeting abnormal or
short-lived proteins for degradation. Ubiquitination involves at least three classes of enzymes:
ubiquitin-activating enzymes, or Els, ubiquitin-conjugating enzymes, or E2s, and ubiquitin-protein
Gene Summary ligases, or E3s. This gene encodes an additional conjugation factor, E4, which is involved in
multiubiquitin chain assembly. This gene is also the strongest candidate in the neuroblastoma tumor
suppressor genes. Alternatively spliced transcript variants encoding distinct isoforms have been found for
this gene.
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AR IR 55 72 NDMEM (high glucose)+10% FBS. 1 £ 55 FR I NG 2 75 55 2% -5 55 20 VW LA B 1] BE 4 B8 V5 e s
W 7 K75 5 3-8 RV (100X) (C0222). [, In N9 E 1 pg/mlffiPuromycin (ST551) A& 441895 75 IVHEK 293 T
) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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